Key indicators: single-crystal X-ray study; T = 292 K; mean (C-C) = 0.003 Å; R factor = 0.025; wR factor = 0.071; data-to-parameter ratio = 16.6.
Related literature
For related literature on the design of ligands for polynuclear coordination complexes with novel magnetic properties, see: Ferná ndez et al. (2001) ; Pardo et al. (2003) ; Yu et al. (2007) . For the synthesis and structure of a related compound, see: Xia et al. (2007) .
Experimental
Crystal data 
Data collection
Bruker SMART 1K CCD areadetector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2000) T min = 0.072, T max = 0.275 6557 measured reflections 3154 independent reflections 2695 reflections with I > 2(I) R int = 0.018 Refinement R[F 2 > 2(F 2 )] = 0.025 wR(F 2 ) = 0.071 S = 1.02 3154 reflections 190 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.60 e Å À3 Á min = À0.46 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) Àx À 1; Ày; Àz.
Data collection: SMART (Bruker, 2000) ; cell refinement: SAINT (Bruker, 2000) ; data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL. 
Comment
The design and synthesis of new ligands with the potential for forming polynuclear coordination complexes with novel magnetic properties is of current research interest (Pardo, et al., 2003; Yu, et al., 2007; Fernández,et al., 2001) and we report here the synthesis and crystal structure of the title complex (I).
The molecular structure of title compound is showing in Fig. 1 . In the structure, there are intramolecular O-H···N, N-H···N and intermolecular N-H···O hydrogen bonds in the crystal lattice.
Experimental
The title compound was synthesized according to modified reported methods (Xia, et al., 2007) . 1 mmol (265.9 mg) 4,5dibromo-1,2-phenylenediamine and 1.1 mmol (167.4 mg) 2-hydroxy-3-methoxybenzaldehyde were dissolved in 30 ml solution of methanol, then refluxed for 2 h. The solution was cooled and filtered. Crystals suitable for X-ray diffraction analysis were obtained by slow evaporation at room temperature for 10 days.
Refinement
All H atoms were placed in geometrically calculated positions with C-H = 0.96 Å for methyl H atoms, C-H = 0.93 Å for aromatic H atoms and 0.82 Å for N-H. H atoms and were refined isotropic with U iso (H) = 1.2U eq (C) of parent atom using a riding model. The H atom of the hydroxy group was located from difference maps and refined with a distance restraint O-H = 0.82 (1) Å. U iso (H) = 1.2U eq (O). (14) 0.01257 (11) −0.00551 (10) −0.01218 (11) O2 0.0239 (7) 0.0630 (11) 0.0291 (8) 0.0100 (7) 0.0034 (6) −0.0066 (7) O1 0.0331 (8) 0.0600 (11) 0.0258 (8) 0.0038 (8) 0.0011 (6) −0.0050 (7) N1 0.0293 (9) 0.0321 (9) 0.0252 (8) 0.0078 (7) 0.0017 (7) 0.0010 (7) C9 0.0290 (10) 0.0287 (9) 0.0243 (9) 0.0093 (8) 
